Sesion 8:
Transcripcion y Traduccion

ADN <—> ARN — Proteinas

Transcripcion

 Vamos desde ADN a ARN

» Catalizan: polimerasas de ARN.
— Decidir donde unirse a ADN
— Abrir la hélice de ADN

— Copiar las bases de una hebra de AND a una
molécular de pre-ARNm

— Cerrar el ADN
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*Factores que se asocian al principo del gen (secuencia lineal de
intrucciones en ADN).

*Notese la alta concentraciéon de nucledétidos
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Table 6-2 The Three RNA Polymerases in Eucaryotic Cells

RNA polymerasel 5.8S, 18S, and 28S rRNA genes

RNA polymerase ll all protein-coding genes, plus snoRNA genes, miRNA
genes, siRNA genes, and most snRNA genes

RNA polymerase lll tRNA genes, 55 rRNA genes, some snRNA genes

and genes for other small RNAs

The rRNAs are named according to their “S” values, which refer to their rate of
sedimentation in an ultracentrifuge. The larger the S value, the larger the rRNA.
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attached amino
acid (Phe)

anticodon a clover leaf
(A) (B) (C)

5’ GCGGAUUUAGCUCAGDDGGGAGAGCGCCAGACUGAAYAYCUGGAGGUCCUGUGTYCGAUCCACAGAAUUCGCACCA 3’
e
(D) anticodon

Notese:
1. sitio deasociacion a aa.
2. Posicion del anticodon y su exposiciéon
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